Strains of Caulobacter crescentus, Pseudomonas putida, Acinetobacter calcoaceticus, Rhizobium meliloti, and Rhodopseudomonas sphaeroides carrying the kanamycin resistance-encoding transposon TnS were 15 to 500 times more resistant to streptomycin than transposon-free strains. The streptomycin resistance determinant, which is separable from the kanamycin resistance determinant of TnS, was not expressed in Escherichia coli or Klebsiella aerogenes.
The transposon TnS encodes kanamycin resistance (Kmr) in a wide range of organisms from bacteria to mammals (4) . The effectiveness of the kanamycin selection and the wide host range of the Kmr element, coupled with the relatively high transposition frequency of TnS, have made TnS a widely used tool in genetic studies of nonenteric gramnegative bacteria (4) . TnS has recently been shown to encode streptomycin resistance (Sm9 in Methylobacterium spp. (7, 8) , as well as in Rhizobium spp. and Agrobacterium spp. (10) . The Smr determinant lies in the central region of TnS, distal to the Kmr gene (8, 10) , and encodes a streptomycin phosphotransferase which is not expressed in Escherichia coli (10) .
In Table 1 show that strains CM5287(fla-169::Tn5/pVS1), which carries a chromosomally encoded Tn5, and CM5220(+/pVS1::TnS), which carries a plasmid-encoded TnS, were resistant to about 50-fold-higher concentrations of streptomycin than strain CM5000. Strain CM5288(+/pVS1) was as sensitive as CM5000, indicating that neither the lack of motility nor the presence of the pVS1 plasmid affected the Smr phenotype. The Kmr determinant on plasmid RP4, from which pVS1 was derived (3), does not encode Smr since strain CM5064(+/RP4) was Sms. Finally, strain CM5227(+/ pVS1::Tn5-112), with a deletion of most of the right half of TnS, is Sm'. This deletion does not affect the Kmr of TnS (5) but clearly inactivates the Smr; thus, Kmr and Smr are encoded by distinct genetic determinants on TnS, which is in agreement with data from recent reports (8, 10) .
The data in Table 1 and nonenteric isolates unable to express the Smr of Tn5 are likely. The key issue here is that a variable degree of Smr is conferred by TnS on a broad selection of nonenteric bacteria, and expression of Smr should be tested whenever Tn5 is used in genetic studies. This genus-specific expression of Smr is particularly convenient for genetic studies in that it allows use of a single drug, streptomycin, for both selection and counterselection when Tn5 is conjugally transferred from an enteric to a nonenteric bacterium. Furthermore, in nonenteric strains, it provides a simple test to distinguish Kmr mutants from Tn5 insertions which will be Sms and Smr, respectively.
